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Amended r?1srii»«^ 

(a) P-ing tt a m cnptioni„«he n uda i of S elec t eu k a V oticce 1 I s containing nascent 

mRNA transcripts, 

(b) incubating said nuclei with labeled nucleoside triphosphate to produce labeled 
RNA molecules from said nascent mRNA transcripts 

(c) contacting said labeled RNA molecules with an array^ of at least 500 nucleic 
acxd molecule probes representing at least part of the genome of the native 
eukaryotic organism for said cells to identify the quantity of nascent mRNA 
transcripts in said cells and 

(d) detennining a transcription rate for at least one of said mRNA transcripts. 



a 



A memod for analyzing mWA molecuIes - m , ^ ^ 

comprising 

(a) pausing transcription in select eukaryotic cells containing nuclei with 
nascent mRNA transcripts, 

(b) using labeled mRNA transcripts to show a relative rate of synthesis for a 
plurality of mRNA molecules, and 

(c) determining a frequency of synthesis for a plurality of said mRNA 
transcripts. 



C2oo3 



A method according to claim 8 further comprising the steps of- 

(d) using a, feast par, of said ce.ls to determine a ste ady-sta,e level of mRNA a, 

the time of said pausing; and 

(e) detennining relative rates of mRNA degradation formRNA transcripts by 
comparing frequencies of synthesis and steady-state concentrations. 
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1 A method for [determining transcription rate of| analyzing mRNA in select 
eukaryotic cells comprising 

<d) ^T"**" ta *• mcM of seIect — « —* 

mKNA transcripts, 
(.) incubating said nuclei lab e,ed nucleoside ttiphosphate , o 

RNA molecules ftom said nascent mRNA transcripts 
(i) contacting said labeled RNA molecu.es with an array of a, least 500 nucleic 

acdmolecule probes representing at leastpar, of the genome of to native 

eukaryotic organism for said cells ,„ identify the quantity of nascent mRNA 

transcripts in said cells and 

^^^^ 

mRNA molecules in a eukaryotic cell, said method comprising 

(a) pausing transcription in select eukaryotic cells containing nuclei with 
nascent mRNA transcripts, [and] 

(b) using labeled mRNA transcripts to show a relative rate of synthesis for a 
plurality of mRNA molecules, and 

transcrip ts. 

A method Mcordlr^jc^aimj [for determining a rate of degradation for a 
d^nRNA mo.ecuie in a eukaryotic eel,, said method] fmfer comprising th, 

[(c) pausing transcription of mRNA in select eukaryotic cells containing nuclei 
with nascent mRNA transcripts, 

(d) using at least part of said nuclei to determine a fluency of synthesis for a 
Plurality of mRNA transcripts at me time of said pausing: 
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(e)] £d) ^ngatleastpartofsaidcellstodetermineasteady-statelevelof 
mRNA at the time of said pausing- and 

[(f)] & determining relative rates of mRNA degradation for mRNA transcripts 
by comparing frequencies of synthesis and steady-state concentrations. 
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Marked Up Version of Amended Claims 

1 - A method for [determining transcription rate ofj analyzing mRNA in select 
eukaryotic cells comprising 

(a) pausing transcription in the nuclei of select eukaryotic cells containing nascent 
mRNA transcripts, 

(b) incubating said nuclei with labeled nucleoside triphosphate to produce labeled 
RNA molecules from said nascent mRNA transcripts, 

(c) contacting said labeled RNA molecules with an array of at least 500 nucleic 
acid molecule probes representing at least part of the genome of the native 
eukaryotic organism for said cells to identify the quantity of nascent mRNA 
transcripts in said cells and 

(d^ determining a transcription rate for at least one of said mRNA transcripts. 

8. A method for [determining a frequency of synthesis for a plurality of ] anal y zin g 
mRNA molecules in a eukaryotic cell, said method comprising 

(a) pausing transcription in select eukaryotic cells containing nuclei with 
nascent mRNA transcripts, [and] 

(b) using labeled mRNA transcripts to show a relative rate of synthesis for a 
plurality of mRNA molecules , and 

(c) determining a frequency of synthesis for a plur ality of said mRNA 
transcripts, 

9. A method according to claim 8 [for determining a rate of degradation for a 
distinct mRNA molecule in a eukaryotic cell, said method] fa rther comprising th e steps 
Qfi 

[ (c) pausing transcription of mRNA in select eukaryotic cells containing nuclei 
with nascent mRNA transcripts, 

(d) using at least part of said nuclei to determine a frequency of synthesis for a 
plurality of mRNA transcripts at the time of said pausing: 
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(e)] (d} using at least part of said cells to determine a steady-state level of 
mKNA at the time of said pausing; and 

[(f)] ($1 determining relative rates of mRNA degradation for mRNA transcripts 
by comparing frequencies of synthesis and steady-state concentrations. 
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